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untitled 

ID AC008891; SV 7; linear; genomic DNA; STD; HUM; 117628 BP. 
XX 

V AC AC008891; 

XX 

t DT 04-AUG-1999 (Rel . 60, Created) 

DT 09-AUG-2002 (Rel. 72, Last updated, version 9) 
XX 

DE Homo sapiens chromosome 19 clone CTD-2226J19, complete sequence. 

XX 

KW HTG. 
XX 

OS Homo sapiens (human) 

OC Eukaryota; Metazoa; chordata; Craniata; Vertebrata; Eutel eostomi ; Mammalia 

OC Eutheria; Euarchontogli res ; Primates; Haplorrhini; Catarrhini ; Hominidae; 

OC Homo. 

XX 

RN [1] 

RP 1-117628 

ra DOE Joint Genome Institute Stanford Human Genome Center.; . 

RT "Direct Submission"; 

RL Unnub"! vshed . 
XX 

RN [2] 

RP 1-117628. 

RA DOE Joint Genome Institute; 

RT ; 

RL Submitted (03-AUG-1999) to the EMBL/GenBank/DDBJ databases. 

RL Production Sequencing Facility, doe Joint Genome institute, 2800 Mitchell 

RL Drive, walnut Creek, CA 94598, USA 

XX 

RN [3] 

RP 1-117628 

RA DOE Joint Genome Institute Stanford Human Genome Center.; 

RT ; 

•RL Submitted (28 -FEB-2001) to the EMBL/GenBank/DDBJ databases. 

RL DOE 3oint Genome Institute / 2800 Mitchell" Drive, Walnut Creek, CA 94598, 

RL USA 

XX • ■ . . .; ; 

RN [4] 

RP 1-117628 

RA DOE Joint Genome Institute Stanford Human Genome center.; 

RT 

RL Submitted (13-JUL-2002) to the EMBL/GenBank/DDBJ databases. 

RL DOE Joint Genome Institute, 2.800 Mitchell Drive, walnut Creek, CA 94598, 

RL USA 

XX * 

DR GDB; 11064550. 

DR GDB; 7126147. 
XX 

CC On Feb 28, 2001 this sequence version replaced gi: 7711368. 

CC Draft Sequence Produced by DOE Joint Genome institute 

CC www.jqi.doe.gov - 

CC Finishing Completed at Stanford Human Genome Center 

CC www-shgc.stanford.edu 

CC Quality: Phrap Quality >=40"99.7% of Sequence; 

CC Estimated Total Number of Errors is 0.2. 

CC STS Content: 

CC WI-30695 G22461. 

XX 

FH Key Location/Qualifiers 

FH 

FT source 1. . 117628 

ft /organi sm= n Homo sapiens" 

ft /chromosome="19" 

ft /mol_type= ,, genomic dna" 

FT /clone= CTD-2226J19" 

FT /db_xref="taxon:9606" 

XX 

Page 1 
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tgctgccgcg 
ctgcttccag 
gggcgaggtc 
gggtcccagg 
gccgggggga 
ggagttgggg 
ggggacaatt 
ggggcagcag 
ggggacagag 
gagagtggga 
gacccagaga 
gacagagacc 
aggggacaga 
gagagacggg 
gacccagaga 
gggacagaga 
gagagaggag 
gacccaggga 
acagagaccc 
gagggggaca 
cagagagaga 
gacagagat^ 
gagagagggg 
gagacccaga 
gggggacaga 
tggggaggag 
gggggaaggg 
agacttgggg 
gaggcaatcc 
agaggaggac 
gtaggaaata 
atggggacag 
gccctggcct 
cacgtgtgtt 
tctctcacca 

-ccgtcccagg 
tcccccaaaa 
ttggtagttc 
tggtcccctc 
gaataactca 
gctggggaat 
gaggggtgtc 
aaaggagaga 



gccgccgcaa 
acccgcccag 
tggggggcgg 
ccgcgataag 
gagagacaca 
gccagtggcg 
taacccaaag 
ggacccaggg 
acccagggag 
cagagaccca 
gggggggaca 
cagggagagg 
gacccagaga 
gacagagacc 
gagaggagga 
cccagagaga 
gacagagacc 
tggggggaca 
agggagaggg 
gagaccctga 
gggggacaga 
cacagagaga 
gacagagatc 
gagaggggga 
gactctgaga 
acaccttgac 
caggaactca 
gaggactgac 
catggaggag 
ccgtgaacag 
ctgacacaca 
ctgtggcctc 
agcccagtcc 
gggggccatg 
gcacgtatca 
agtctctccc 
acctgctaaa 
aaagtcaagt 
cccagctggg 
gggctgagag 
ggggagggag 
cagagccagg 
cacagagaaa 



cctcctgcag 
agcaaaccgg 
ggagtcttgg 
gggacagagg 
caggggagac 
gagagggaac 
agggggagac 
atagacagag 
aggggacaga 
cagagagagg 
gagacccaga 
ggacagagac 
gagggggaca 
cagagagagg 
cagagaccca 
gggggacaga 
cagagagagg 
gagacccagg 
gacagagacc 
gagaggggga 
gacccacaga 
gggggacaga 
cacagagaga 
cagagaccca 
gagagtgggg 
tgaggcaagg 
gaaaggaggg 
actaagataa 
ggacagggac 
gaaaggagac 
gagacgggca 
cgtaacctga 
ctgcccccag 
ttcctttccc 
ttccagctgg 
ctctgataag 
agtctagcct 
cccttggcca 
aggaggagga 
taaatttagc 
ggccccagag 
cagcaaggac 
aaaagagacc 



cccagggccc 
atcctccact 
agacgccaaa 
gacagcgacc 
tccaagggca 
agactcagaa 
aaagacttag 
agagaggggg 
gacccagaga 
gggacagaga 
gaggggggga 
ccacggagag 
gagacccaga 
gggacagaga 
gagagagggg 
gacccagaga 
gggacagaga 
gagaggggac 
cagagagagg 
cagagaccca 
gagaggggaa 
gacccacaga 
gggggacaga 
gggagaggtg 
acagagaccc 
ggcagagggg 
gccagagatt 
gagtgggaca 
cctgagagag 
cctagtgggg 
aggccacttg 
gtccccctac 
atctgagxtc 
cccattcrag 
aaacaccccg 
xctcttctgc 
ttgtctttgc 
ccgtctcctg 
gcaggaggca 
tggagagagg 
gggggtcagg 
cagaggaagg 
aaccccaaag 



cggcgctccc 
ttccagccta 
gcgggaggcg 
tggggggtgc 
agcgcgagat 
aggaggatgc 
gggacagaga 
acagagaccc 
gagtgggaca 
cccagggaga 
cagagaccca 
ggggacagag 
gagaggggga 
cccagagaga 
gacagagacc 
gaggggaaca 
cccagagagg 
agagacccac 
gggacagaga 
gagagagggg 
cagagaccca 
gagaggggaa 
gacccaggga 
gacagagact 
agagaggtgg 
gatgcaaaaa 
taggggagag 
gaagcccaga 
cagatgacag 
gcagtcatga 
tctcctgcca 
ccctcccagc 
cagggacagg 
ggcctcaata 
caatcgaacc 
ctcccccagg 
agctgccaaa 
gccagggaga 
ggcaggcggg 
ggaggggaag 
gggctccgga 
tggacagaga 
ggacaaagac 



tccgccggct 
gcctggggcg 
gggagagggc 
agaggtccgg 
gggaacagaa 
cagacaggga 
atcagaaggt 
acagagagag 
gagacccaga 
ggaggacaga 
gggagggggg 
acccagggag 
cagagaccca 
ggggaacaga 
cagagagacg 
gagacccaga 
gggggacaga 
ggagaggggt 
ctctgagaca 
aacagagacc 
gagagagggg 
cagagaccca 
gagggggaca. 
ctgagacaga 
atgccagaga 
ccaaagaatt 
agagggacac 
gtgagaggga 
aattgaagag 
agggtgagga 
gccctctgtg 
tgtatttata 
aggtcatggg 
ctgacatcac 
cccagtcctt 
tgccccaggc 
cgtgagcttg 
gacccctcac 
gactgaccca 
gaccctattg 
gacagcctca 
ccgaaaggac 
cccaacgttt 



106140 
106200 
106260 
106320 
106380 
106440 
106500 
106560 
106620 
106680 
106740 
106800 
106860 
106920 
106980 
107040 
107100 
107160 
107220 
107280 
107340 
107400 
107460 
107520 
107580 
107640 
107700 
107760 
107820 
107880 
107940 
108000 
108060 
108120 
108180 
10S240 
108300 
108360 
108420 

- 108480 
108540 
108600 
108660 
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